In the title compound, C 22 H 32 N 2 O 3 , the tetrahydroquinoxaline unit is planar. The ester substituent is nearly coplanar with this ring system as a result of an intramolecular N-HÁ Á ÁO hydrogen bond. In the crystal, C-HÁ Á ÁO hydrogen bonds and -stacking interactions form oblique stacks which are connected into pairs by additional C-HÁ Á ÁO hydrogen bonds. These pairs are further linked into thick sheets, with the n-decyl chains extending out from both surfaces as a result of a third set of C-HÁ Á ÁO hydrogen bonds. Intercalation of the n-decyl chains completes the crystal packing.
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Structure description
A number of compounds based on nitrogen-containing heterocycles show antimicrobial activity and have been developed for clinical use (Ohkanda & Katoh, 1998) . Among the various classes of heterocyclic units, the quinoxaline ring system has frequently been used as a component of various antibiotic molecules, such as hinomycin, levomycin and actindeutin, which inhibit the growth of Gram-positive bacteria and are active against various transplantable tumors (Dell et al., 1975; Bailly et al., 1999; Sato et al., 1967) . In addition, many reports describe a variety of biological properties of quinoxaline derivatives, including anticancer, antibacterial, antifungal, antiviral and antiprotozoal activities (Sanna et al., 1999; Rao et al., 2009; Fonseca et al., 2004; Budakoti et al., 2008) . The numerous applications of quinoxaline derivatives prompted researchers to develop efficient methods for the synthesis of new quinoxaline derivatives likely to show interesting pharmaceutical activities (Ramli et al., 2011 (Ramli et al., , 2013 Caleb et al., 2016; Abad et al., 2018) . We report here the synthesis and crystal structure of the title tetrahydroquinoxaline compound (Fig. 1) .
data reports
The 10-membered ring is planar to within 0.0507 (11) Å (r.m.s. deviation of the fitted atoms is 0.0227 Å ), with atom C8 furthest from the mean plane [0.0507 (11) Å ] and atom O1 0.162 (2) Å from this plane. The ester substituent is nearly coplanar with the bicyclic core, as indicated by the N1-C7-C9-C10 torsion angle of À1.0 (2) . This is due to the intramolecular N1-H1Á Á ÁO2 hydrogen bond. In the crystal, molecules form oblique stacks extending along the b-axis direction through a combination of C13-H13BÁ Á ÁO1
iii hydrogen bonds and -stacking interations between the C1-C6 and C1/C6/N1/C7/C8/N2 rings [centroid-centroid distance = 3.7896 (9) Å ; dihedral angle = 1.9 (7) ]. The stacks are connected by C3-H3Á Á ÁO1 i hydrogen bonds (Fig. 2) . Inversion-related C11-H11AÁ Á ÁO2
ii hydrogen bonds (Table 1  and Fig. 3 ) form dimers with R 2 2 (10) ring motifs. These combine with the previously mentioned C3-H3Á Á ÁO1 i contacts to generate sheets of molecules in the ac plane, with the decyl chains intercalated in opposite directions between adjacent dimers (Fig. 3 ).
Synthesis and crystallization
To a solution of ethyl 2-(3-oxo-3,4-dihydroquinoxalin-2-yl)-acetate (0.5 g, 2.15 mmol) in N,N-dimethylformamide (20 ml) were added 1-bromodecane (0.45 ml, 2.15 mmol), potassium carbonate (K 2 CO 3 ; 0.3 g, 2.15 mmol) and a catalytic quantity of tetra-n-butylammonium bromide (TBAB). The mixture was stirred at room temperature for 48 h. The solution was filtered and the solvent removed under reduced pressure. The residue obtained, after evaporation of solvent, was chromatographed on a silica-gel column using hexane/ethyl acetate (9:1) as eluent. The solid obtained was crystallized from ethanol to afford the title compound as yellow crystals.
Refinement
Crystal and data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ). 
Figure 1
The title molecule, showing the labeling scheme and 50% probability displacement ellipsoids. The intramolecular N-HÁ Á ÁO hydrogen bond is shown as a dashed line. The packing, viewed along the b-axis direction, with C-HÁ Á ÁO hydrogen bonds shown as dashed lines. Computer programs: APEX3 and SAINT (Bruker, 2016) , SHELXT (Sheldrick, 2015a) , SHELXL2018 (Sheldrick, 2015b) , DIAMOND (Brandenburg & Putz, 2012) and SHELXTL (Bruker, 2016 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. (7) (7) 0.0083 (7) −0.0056 (7) C4 0.0387 (9) 0.0436 (9) 0.0308 (8) −0.0041 (7) 0.0019 (7) −0.0058 (7) C5 0.0300 (9) 0.0432 (9) 0.0340 (8) 0.0000 (7) 0.0004 (7) −0.0019 (7 
